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        Repetit ive sequences of  DNA throughout the human genome occur in about 

10% of  total genome and it  naturally leads to generat ion of  certain 

polymorphisms. This sequence is used as an important genetic maker in 

invest igat ion of  gene mapping, diagnosis of  diseases and identity recognit ion. 

        The STR (Short Tandem Repeat) sequences include those short sequences 

consisted of  2-6 bp repetit ive units and they are identi f iable and reproducible by 

PCR. 

STRs are widely extensive uti l ized in forensic medicine laborator ies over the 

world. I t  is due to this point that this method requires low amount of  DNA (about 

0.5-1 ngr) and even degraded DNA will be suf f icient for working, including blood, 

bone, t issue specimens, etc. 

         We have used ABI pr ism Sequencer (Genetic Analyzer) to determine STR 

prof i l ing of  400  DNA samples from Iranian populat ion of  dif ferent ethnic or igin. 

For this we have used 16 plex AmpF£STR®Powerplex Identif i le™PCR Ampli f icat ion 

Kit .  We have used this system for paternity test as well .  We think using this 

system human identif icat ion ,  in Iran ,can be done with high precision and speed . 

This system can be used for forensic and criminal invest igat ion as well .  At t ime 

Kawsar center is the only non-governmental organizat ion capable of  providing this 

service in Iran. 
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